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bubnuorpaduueckas ccbuika Ha MyOIMKAIIUAIO
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Nudopmanus 00 00,1aJaHUM IATEHTAMH, CBH/IETEIbCTBAMM

Ne o

Tun narenra/cBunerensctea | HazBanue,  aBTOpbl,  HOMEp

MOATBEPAKAAIONIETO JOKYMEHTA,
aTa BeIOAYH

1

2

Nudopmanus o 3asiBKaX HA POCCUIICKHE U 3apy0e:KHbIe OXPAHHbIE

JOKYMEHTBI (IIaTeHThbl, CBUAETE/IHCTBA)

No nn Turm 3asBKU (3as1BKa Ha HazBanue, aBTOpBI,  HOMED
POCCUNCKHME TATEHTHI Ha MOATBEPAKAAIONIETO JOKYMEHTA,
U300peTeHMsI, 3asBKa Ha JlaTa BblJIaun
3apyOeKHbIC TATCHTHI HA

M300peTeHUS
1
2

Nudopmanust 0 myOTHYHBIX NPeICTABICHUAX HAYYHO-UCCJIeI0BATE]IbCKUX U

TBOPYECKUX padoT




1. Cenenus o KOH(GEPEHLUAX, 10 UTOTaM KOTOPBIX HE ObUIO MyOIHUKaIHii
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2. CseneHus 0 BBICTABKaX/dKCITOZUIIUAX

Ne HasBanwue, nara, MecTo npoBeeHus, CTaTyC (MEXAyHapOIHbIH,
BCEPOCCUICKUI)
1
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3. CmeneHus 0 ceMHHaApax

No Ha3Banwue, nara, MECTO MPOBEACHUS, CTATYC (MEXIYHAPOIHBIN,
BCEPOCCUMCKHUIA)
1
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5. CeneHusi 0 TBOPUECKUX MOHOTpapuUsix

Ne

Hasanwue, nata, MecTo npecTaBieHuUs

1




6. CBeneHus O CIEKTAKJISAX/KOHIIEPTaX

No 1 Ha3BaHI/IC, AaTra, MCCTO IIPCACTABJICHUA

1

2

Nudopmanus o npusHaHUU ModeIuTEIeM B KOHKYPCaX, 0JIMMITHAAX,
(ecTuBANAX M APYTUX HAYYHBIX, HAYYHO-TEXHUYECKUX U TBOPYECKHUX
KOHKYPCHBIX MEPONPUATHSAX N0 MPOPUII0 MOATOTOBKHU

1. MexyHapoIHbIX

No Ha3zBanue
1
2
2. Bcepoccuiickux
No Ha3zBanue
1
2
3. PernonanbHbIX
No HazBanue
1
2
4, nobea B KOHKypCcax TPaHTOB MOJIOJBIX YUYEHBIX Ha MPOBEACHUE HAYYHBIX
paboTt
Ne rmt aHue, peructpaunonsbiii Homep HUP B 0a3ax nanueix PH®, POOU
U ap







