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CBeneHus o JHIC, YTBEPAUBIIECM O0T3bIB Benymeifl OpraHusanmu

damuias, UMs, 0TIECTBO

Muxymes Cepreit BnagumupoBua

V4eHas cTeneHb U OTpacilb HAyKH,
Hay4YHbIE CIIEIUAIbHOCTH, 110
KOTOPHIM UM 3alIHIeHa
JccepTanus
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