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HaeM cornacue Ha pa3MelleHue IEPCOHABHBIX JAHHBIX Ha oduuansHoM caiite UOTen PAH
umery H.M. Basuiosa u B eIuHOM HH(MOPMALMOHHOM CHCTeME, BKIIOUCHHE EPCOHATBHBIX
A@HHBIX B ATTECTALIOHHOE JEJI0 ¥ UX JAIBHEHIIyi0 06paboTKy.

Benymaﬂ OpraHu3anus IIOATBEP)KOACT, UTO COHUCKATENb U €ro HaqubIﬁ PYKOBOOHUTEIIL HE
ABJIIOTCA €€ COTPYIOHHKAaMH, a TakKyX€ HE HMEIOT HAay4YHO-HUCCJICOOBATCIILCKHUX pa60T II0 TEeME
AUCCEpTallMy, IIOATOTOBJIEHHBIX Ha 0Oasze Beﬂymeﬁ OpraHu3allMd HWJIA B COABTOPCTBE C €€
COTpYOAHHKAaMH.
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