Beaymass  opranmsaumusi:  @egepasibHoe  rocygapcTrBeHHoe — O/KeTHOE
yupe:xkaenne Hayku UHeTuTyT MostekyasipHoi 6mosorun um. B.A. Jureabrapara
Poccuiickoii akagemuu Hayk (UMb PAH)

Anpec: I'CII-1, 119991, r. Mockga, yi1. BaBunosa, a. 32.
Tenedon: 8(499)135-23-11, 8(499)135-11-60
daxc: 8 (499) 135-14-05

e-mail: isinfo(@eimb.ru

CriMcox Hay4HBIX TPYIOB COTPYAHUKOB BeJlyllIEeH OpraHu3aluu:

1. Dmitriev A.A., Kudryavtseva A.V., Krasnov G.S., Koroban N.V., Speranskaya
A.S., Belenikin M.S., Snezhkina A.V., Sadritdinova A.F., Rozhmina T.A., Yurkevich
0.Y., Muravenko O.V., Bolsheva N.L., Melnikova N.V., Krinitsina A.A., Kishlyan
N.V. Gene expression profiling of flax (Linum usitatissimum L.) under edaphic stress.
BMC Plant Biology. 2016. T. 16. Ne 1. C. 237.

2. Krasnov G.S., Dmitriev A.A., Melnikova N.V., Nasedkina T.V., Zasedatelev A.S.,
Senchenko V.N., Kudryavtseva A.V., Zaretsky A.R. Crosshub: a tool for multi-way
analysis of the cancer genome atlas (tcga) in the context of gene expression regulation
mechanisms. Nucleic Acids Research. 2016. T. 44, No 7. C. e62.

3. Melnikova N.V., Belenikin M.S., Koroban N.V., Speranskaya A.S., Krasnov G.S.,
Lakunina V.A., Snezhkina A.V., Sadritdinova A.F., Kudryavtseva A.V., Dmitriev
A.A., Krinitsina A.A., Kishlyan N.V., Rozhmina T.A., Klimina K.M., Amosova A.V.,
Zelenin A.V., Muravenko O.V., Bolsheva N.L. Identification, expression analysis, and
target prediction of flax genotroph micrornas under normal and nutrient stress
conditions. Frontiers in Plant Science. 2016. T. 7:399.

4. Dmitriev A.A., Krasnov G.S., Rozhmina T.A., Zyablitsin A.V., Sadritdinova A.F.,
Snezhkina A.V., Fedorova M.S., Yurkevich O.Y., Muravenko O.V., Bolsheva N.L.,
Kudryavtseva A.V., Melnikova N.V., Kishlyan N.V. Glutathione s-transferases and

udp-glycosyltransferases are involved in response to aluminum stress in flax.Frontiers
in Plant Science. 2016. T. 7: 1920.

5. Melnikova N.V, Dmitriev A.A., Belenikin M.S., Speranskaya A.S., Krinitsina A.A.,
Rachinskaia O.A., Lakunina V.A., Krasnov G.S., Snezhkina A.V., Sadritdinova A.F.,
Uroshlev L.A., Koroban N.V., Samatadze T.E., Amosova A.V., Zelenin A.V.,
Muravenko O.V., Bolsheva N.L., Kudryavtseva A.V. Excess fertilizer responsive



miRNAs in Linum usitatissimum L.: identification and characterization. Biochimie.
2015.109: 36-41.

6. Tchurikov N.A., Fedoseeva D.M., Sosin D.V., Melnikova N.V., Snezhkina A.V.,
Kudryavtseva A.V., Kravatsky Y.V., Kretova O.V. Hot spots of DNA double-strand
breaks and genomic contacts of human rDNA units are involved in epigenetic
regulations. Journal of Molecular Cell Biology. 2014. 7(4):366-82

7. Loginov V.I., Dmitriev A.A.; Senchenko V.N., Pronina 1.V., Khodyrev D.S.,
Kudryavtseva A.V., Krasnov G.S., Gerashchenko .V., Chashchina L.I., Kasubskaya
T.P., Kondratieva T.T., Lerman M.I., Angeloni D., Braga E.A., Kashuba V.I. Tumor
Suppressor Function of the SEMA3B Gene in Human Lung and Renal Cancer:
Influence on Cancer Progression and Angiogenesis. PLoS ONE. 2014.
10(5):e0123369.

8. Sadritdinova A.F., Dmitriev A.A., Snezhkina A.V., Belenikin M.S., Krasnov G.S.,
Manylov O.G., Kudryavtsev A.A., Melnikova N.V., Speranskaya A.S., Darii M.V.,
Lakunina V.A., Uroshlev L.A., Smurov A.O., Stepanov O.A., Kudryavtseva A.V. A
new reliable reference gene UBAS5?2 for quantitative RT-PCR studies in pyloric caecal
tissues of the starfish Asterias rubens. GMR. 2014. 13(2), 3972-3980.

9. Moskalev A, Shaposhnikov M, Snezhkina A, Kogan V, Plyusnina E, Peregudova D,
Melnikova N, Uroshlev L, Mylnikov S, Dmitriev A, Plusnin S, Fedichev P,
Kudryavtseva A. Mining gene expression data for pollutants (dioxin, toluene,
formaldehyde) and low dose of gamma-irradiation. PLOS One. 2014. 9(1), e86051.

10. Melnikova N.V., Belenikin M.S., Bolsheva N.L., Dmitriev A.A., Speranskaya
A.S., Krinitsina A.A., Samatadze T.E. Amosova A.V., Muravenko O.V., Zelenin A.V.,
Kudryavtseva A.V. (2014) Flax inorganic phosphate deficiency responsive miRNAs. J.
Agric. Sci. 2014. 6 (1), 156-60.

11. Yurkevich O.Yu., Naumenko-Svetlova A.A., Bolsheva N.L., Samatadze T.E.,
Rachinskaya O.A., Kudryavtseva A.V., Zelenina D.A., Volkov A.A., Zelenin A.V.,
Muravenko O.V. Investigation of genome polymorphism and seed coat anatomy of

species of section Adenolinum from the genus Linum. Genet Resour Crop Evol. 2013.
60(2), 661-676.

12. Sheveleva A., Kudryavtseva A., Speranskaja A, Belenikin M., Melnikova N.,
Chirkov S. Complete genome sequence of a novel Plum pox virus strain W isolate
determined by 454 pyrosequencing. Virus Genes. 2013. 47(2), 385-388.

13. Senchenko V.N., Kisseljova N.P., Ivanova T.A., Dmitriev A.A., Krasnov G.S.,
Kudryavtseva A.V., Panasenko G.V., Tsitrin E.B., Lerman M.IL., Kisseljov F.L.,



Kashuba V.1., Zabarovsky E.R. Novel tumor suppressor candidates on chromosome 3
revealed by Notl-microarrays in cervical cancer. Epigenetics. 2013. 3(4). 409-20.

14. Speranskaya A.S., Krinitsina A.A., Kudryavtseva A.V., Poltronieri P., Santino A.,
Marakasova E.S., Guseva M.A., Shevelev A.B. Impact of recombination on

polymorphism of genes encoding Kunitz-type protease inhibitors in Solanum genus.
Biochimie. 2012. 94(8), 1687-1696.

15. Melnikova N.V., Kudryavtseva A.V., Kudryavtsev A.M. Catalogue of alleles of
gliadin-coding loci in durum wheat (Triticum durum Desf.). Biochimie. 2012. 94(2),
551-557.

Yuensii cexperaps UMb PAH

KaHJIMJIaT BETEPUHAPHBIX HAYK “bouapoB A.A.




